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EXPERIMENTAL DESIGN
At weaning occurring between 25 and 28 days, 24 piglets (crossbred Hypor x Pietrain) were randomly allocated to
one of the two following diets: a control diet (Maize starch, fish meal, dextrose, without antibiotics) and a SBP/FOS
diet (Maize starch, fish meal, dextrose, 2.5% scFOS and 5% sugar beet pulp, without antibiotics). Faecal samples
were collected per rectum from days 1, 2, 5, 6, 7, 8, 9, 13 and stored at -20°c until analyses. DNA was isolated and
amplified by PCR. The amplicons obtained from the faecal-extracted DNA were separated by DGGE (Denaturating
Gradient Gel Electrophoresis).

RESULTS
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With the blend of sugar beet pulp and scFOS, there was a higher similarity between the DGGE bands observed from
5 to 13 days after the weaning of piglets: meaning that the microflora of piglets receiving sugar beet pulp and scFOS
was more stable than the microflora of the control piglets.
At day 13, the total number of bands on the DGGE was also significantly higher with the mix of fibre than with the
control diet (32±4 vs 19±2; p<0.05). This means that the blend of sugar beet pulp and scFOS enhanced the diversity
of the microflora. Strains from the Ruminococcus group were identified with this treatment but not with the control one.

CONCLUSION
The blend of sugar beet pulp and scFOS enhanced the diversity and improved the stability
of the microflora of piglets after weaning.
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